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THE ATTACHED PRINTOUT E'O'LAWS DETEOTDJWO^^ 

r.~oTc"S^^o^Trvo".Kx^ 
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Raw Sequence Lb<lng Error Summaor 



gRROR DETECTED 
ATTN: NEW RULES CASES: 



_Wrapped Nucleics 
Wrapped Aminos 



_Invalid Line Length 



_Misaligned Amino 
Numbering 



_PatentIn 2.0 
"bug" 



_Skipped Sequences 
(OLD RULES) 



8 Slcipped Sequences 

(NEW RULES) . 



9 ^Useofn'sorXaa's 

(NEW RULES) 



gTir^.FyrynrORRECTION SERIAL NUMBER: .S^/feS?, OA 

PLEASE DISREGARD ENGLISH "ALPHA" HEADERS. WHICH WERE INSERTED BY FTO SOFTWARE 

■n,e number/text at the end of each line ••^v^apped•• down to the next line. ;^^"'2^'^'2Z\'''' 
was retrieved in a word processor after creating it Please adjust your nght margin to .3. this will 
prevent "wrapping." 

The rules require that a line not eieeed 72 characters in length. This includes white spaces. 
n,e numbering under each 5* amino acid is misaligned. Do not use tab codes between numbers; 
use space characters, instead. 

The submitted f.Ic was not saved in ASCII(DOS) text, as required by the Sequence Rules. Please 
ensure your subsequent suhn^lon Is saved in ASOI text. 

Seouence(s) contain n's or Xaa's representing more than one residue. Per Sequence Rules, 
Sh n or only represent a single residue. Please present the maximum number of each 

"Sue hSvlble'lenJh and indicate in the <220>-<223>sectio„thatsome^^^ 



A "bug" in Patentin 
sequences(s) 



10 v) 1 



Invalid <213> 
Response 



11 ^Useof<220> 



12 Patentin 2.0 

"bug" 



13 Misuse of n 



)n 2 0 has caused the <220>-<223> section to be missing from amino acid 
. Normally, Patentin would automatically generate this section from the 



Sie subsequent amino acid sequence. This applies to the mandatory <220>-<223> sections 
Artindal or Unknown sequences. 

Sequence(s) missing If intentional, please insert the following lines for each skipped sequence: 

(2) SoRM AiTON FOR SEQ ID NO:X: (insert SEQ ID NO where "X' is shown) 

(2 IN^OKMAU CHARACTERISTICS: (Do not insert any subheadmgs under th.s headmg) 

(xi) SEQUENCE DESCRIFnON:SEQ ID NO:X: (insert SEQ ID NO where X ..s shown) 

This sequence is intentionally skipped 

Please also adjust the "(ii) NUMBER OF SEQUENCES:" response to Include the skipped sequences. 

Sequence(s) missing. If Intentional, please insert the following lines for each skipped sequence. 

<210> sequence id number 
<400> sequence id number 
000 

I keofn's and/or Xaa's have been detected in the Sequence Listing. 

p"l 823 of S^«^e Rules, use of <220>-<223> is MANDATORY if n's or Xaa's 

r<220> to <2M> section, please explain location of n or Xaa, and which residue n or Xa. represents. 

Per 1 823 of Seouence ^lei'the only valid <213> responses are: Unknown, Artificial Sequence, or 
Sei^fic leTo-X^cs). <220>-<223> section is required when <213> response is Unknown or 
is Artificial Sequence 

Please do not use "Copy to Disk" function of PaUnUn version 2.0. This causes a conupted file, 
St ngiSing^datory numeric identifiers and responses (as inc^^cated o"^-^-"" 
^ S In^-d. pLse use "File Manager" or any other manual means to copy file to floppy disk. 

ncan only be used to representasingle nucleotide inanucleic acid sequence. Nis not used to represent 
any value not specifically a nucleotide. 

AMC/MH - Biotechnology Systems Branch - 08^1/2001 
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OIPE 



DATE: 01/23/2002 
RAW SEQUENCE LISTING g- TIME: 19:22:32 

PATENT APPLICATION: US/09/950 , Uio 

. c.t • A-\03848-00093 seq listing.ST25.txt ^ 
Oufput set': H:^CKE3X0I232002M9500I6.raw ^ 

Does Not Comply 

3 <110> APPLICANT: Warrington, Janet A. ConBCtOd Diskette NOOded 

4 Wong, David T.W. ^ 

5 Todd, Charles R. 

13 <141> CURRENT FILING DATE: 2001 09 10 

22 <210> SEQ ID NO: 1 _ ^ ^ X-n-r^ '^^^'"'^''^ 



22 <^J-U^ 

23 <211> LENGTH: 19 " j ^ ^ 

24 <212> TYPE: DNA^^-— ^^Pyu (O OnL^ 

25 <213> ORGANISM Qyntheticx' 

27 <400> SEQUENCE: 1 

28 acacggaacc ccaaggaca 

31 <210> SEQ ID NO: 2 

32 <211> LENGTH: 20 

33 <212> TYPE: DNA^— 

34 <213> 0RGANISI (: synthet ic^ 

36 <400> SEQUENCETT 

37 gttttgttgc cggtggtttt 

40 <210> SEQ ID NO: 3 

41 <211> LENGTH: 24 

42 <212> TYPE: DNA^_^ ^.^---^ n 

43 <213> ORGANISM (Jyntheticy 

45 <400> SEQUENCE 

46 gcaccatcaa acaaaccccc ttac 

49 <210> SEQ ID NO: 4 

50 <211> LENGTH: 22 

51 <212> TYPE: DNV"<Ctic; 

52 <213> ORGANISM ksynthetic^ 

54 <400> SEQUENCE: 4^^ 

55 cagacagaaa aacccctgcc tg 

58 <210> SEQ ID NO: 5 

59 <211> LENGTH: 21 

60 <212> TYPE: ^"^b^^"^^^ . 

61 <213> ORGANISl<ijYnthetrc^ 

63 <400> SEQUENCE r-5 

64 cagtgtggtt cttgttgggc t 
67 <210> SEQ ID NO: 6 
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DATE: 01/23/2002 
RAW SEQUENCE LISTING ^IME: 19:22:32 

PATENT APPLICATION: US/09/950,016 

inout set • A:\03848-00093 seq listing.ST25.txt 
output set: N:\CKF3\01232002\l950016.raw 



68 <211> LENGTH: 21 

69 <212> TYPE: DNA^ — ; — x. 

70 <213> ORGANI SM(( jynthet icy 

72 <400> SEQUENCE :^6 

73 cttgaggccc agagcagtct a 
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DATE: 01/23/2002 
VERIFICATION SUMMARY 19-22 33 

PATENT application: US/09/950,016 TIME. 19.22.^^ 

input set : A:\03848-00093 seq listing.SX25.txt 
output set: N:\CRF3\01232002\l950016.raw 
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